. Expression patterns of six hormone inducible marker genes exposed to corresponding hormone treatments. A. thaliana, B. napus and N. tabacum . Proteins sequences of AtGolS, BnGolS and NtGolS were aligned by using the MUSCLE program. The NJ (A) and BI (B) trees were constructed by MGEA7 with bootstrap analysis (1000 replicates) and MrBayes3.2.6. All the trees were displayed using FigTree v1.4.0. Figure S3 . Phylogenetic trees of GolS proteins in plants. The NJ (A) and BI (B) trees were constructed by MGEA7 with bootstrap analysis (1000 replicates) and MrBayes3.2.6, using the GolS protiens in A. thaliana, B. napus, B. rapa, B. oleracea, N. tabacum, S. lycopersicum, S. tuberosum, O. sativa, Z. mays (GolS in A. trichopoda as an outgroup). The trees were displayed with FigTree v1.4.0. At, A. thaliana; Bn, B. napus; Bra, B. rapa; Bol, B. oleracea; Nt, N. tabacum; Sl, S. lycopersicum; St, S. tuberosum; Os, O. sativa; Zm, Z. mays; AmTr, A. trichopoda. 
Figure S2. Phylogenetic trees of GolS genes in

